In the solvated title compound, C 15 H 18 N 2 SÁC 2 H 5 OH, the seven-membered ring has a twisted envelope conformation and the cyclohexyl ring has a chair conformation. In the crystal, N-HÁ Á ÁO and O-HÁ Á ÁS hydrogen bonds as well as C-HÁ Á Á(ring) interactions form helical chains in which the thione and solvent ethanol molecules alternate. These chains are formed into layers parallel to (101) by inversion-related pairs of N-HÁ Á ÁS hydrogen bonds. The ethanol solvent molecule is disordered over two sets of sites [occupancy ratio 0.880 (8): 0.120 (8)] with the oxygen atom in common.
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Structure description
Benzodiazepine derivatives have attracted significant attention because of their biological and therapeutic activities. They are used as sedatives, hypnotics, anxiolytics, anticonvulsants, analgesic, antidepressants, hypnotic, anti-inflammatory and muscle relaxant agents (Pasha & Jayashankara, 2006; Radatz et al. 2011; Naga Prashant & Ravi Kuma, 2015) . As a continuation of our research into 1,5-benzodiazepine derivatives (Al Garadi et al., 2018) , we prepared the title compound ( Fig. 1 ) and characterized it by X-ray diffraction.
From the C8-C7-C10-C11 torsion angle of 44.3 (3) , the pendant phenyl ring is inclined to the approximately planar portion of the seven-membered ring. This ring adopts a twisted envelope conformation with C1 at the flap and a Cremer-Pople puckering analysis gave the parameters Q(2) = 0.5165 (19) Å , Q(3) = 0.3634 (19) Å , '(2) = 301.7 (2) and '(3) = 217.2 (2) with a total puckering amplitude of 0.632 (2) Å . The data reports cyclohexyl ring adopts a chair conformation with puckering parameters Q = 0.550 (3) Å , = 9.4 (2) and ' = 142.2 (16) . In the crystal, each molecule is connected to an ethanol solvent molecule by an N1-H1AÁ Á ÁO1 hydrogen bond and these units are formed into helical chains extending along the b-axis direction by O1-H1BÁ Á ÁS1 hydrogen bonds and C6-H6Á Á ÁCg2 interactions (Table 1 and Fig. 2 ). The chains are connected by inversion-related pairs of N2-H2Á Á ÁS1 hydrogen bonds, forming layers parallel to (101) ( Table 1 and Fig. 3 ).
Synthesis and crystallization
Phosphorus pentasulfide (5.55 g, 0.025 mol) was added to a solution of 4-phenyl-5a,6,7,8,9 ,9a-hexahydro-1H-1,5-benzodiazepin-2(5H)-one (4.84 g, 0.02 mol) in 100 ml of pyridine. The mixture was refluxed for 3 h and the solvent was then The title molecule with 30% probability ellipsoids. The disordered solvent molecule is omitted.
Table 1
Hydrogen-bond geometry (Å , ).
Cg2 is the centroid of the C10-C15 ring. Computer programs: APEX3 and SAINT (Bruker, 2016), SHELXT (Sheldrick, 2015a) , SHELXL2018/1 (Sheldrick, 2015b) , Mercury (Macrae et al., 2008) and SHELXTL (Sheldrick, 2008) .
evaporated under reduced pressure. The precipitate formed was washed with hot water. The residue obtained was crystallized from ethanol solution to afford colourless plates of the title compound.
Refinement
Crystal and refinement details are presented in Table 2 .
Hydrogen atoms attached to carbon were placed in idealized positions while those attached to nitrogen and oxygen were located in difference maps and their coordinates adjusted to give N-H = 0.91 Å and O-H = 0.87 Å . All were included as riding contributions. The ethanol solvent molecule is disordered over two sets of sites [occupancy ratio 0.880 (8): 0.120 (8)] with the oxygen atom in common. The components of the disorder were refined with restraints that their geometries be comparable.
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IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Hatoms attached to carbon were placed in calculated positions (C-H = 0.93 -0.98 Å) while those attached to nitrogen and oxygen were placed in locations derived from a difference map and their coordinates adjusted to give N-H = 0.91 %A. and O-H = 0.87 Å. All were included as riding contributions with isotropic displacement parameters 1.2 -1.5 times those of the attached atoms. The lattice ethanol is disordered over two sites with the oxygen atom in common. The components of the disorder were refined with restraints that their geometries be comparable. 
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